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Abstract

Vibrio spp. is a halophilic bacterium frequently involved in human outbreaks of sea
food-associated gastroenteritis . For epidemiological purposes in this study, we analyzed the
molecular typing Vibrio spp. isolates using the PFGE(pulsed-field gel electrophoresis). PFGE
was applied to 45 strains of Vibrio spp. collected from environmental specimen, fish and
patient from 2002 to 2003 in Busan.

The PFGE method using of Nor I digestion is reliable, achieves high discrimination
efficiency, and has been applied to typing of Vibrio spp
Environmental isolates showed greater variability than isolates from patient, execpt
Dongsamhari  5(03/05/13) and Minrak 6(03/06/10), Dadaepo 5 (03/05/29) and Dadaepo
6(03/06/10), Mungji 5(03/05/13) and Mungji 6(03/06/10), Chungsapo 5 (03/05/29) and Mipo
6 (03/06/10). Similarly, V. vulnificus isolates from patients(Kim and Sok) exhibited different
PFGE types from environmental strains.

Therefore molecular typing methods could be used to aid trace-back investigations aimed

at determining the source.
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Table 1. Isolation of Vibrio spp. from marine specimens and patients collected from

Busan district in 2002 ~2003

Specimens

Strains Sea water Patient Fish Total
V. parahemolyticus 30 0 0 30
V. vulnificus 4 1 8
V. cholerae non-O1 6 0 0 6
V. cholerae O1 1 0 1

Total 39 5 1 45
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Fig. 1. PFGE profiles of V. parahaemolyticus strains obtained with the Not I enzyme.
The gel was stained with ethidium bromide. Lanes M, kis 48.5 Kb ladder size maker; lane
1, MJ0305; lane 2, DHO305; lane 3, DD0305; lane 4, CS0305; lane 5, CA0306; lane 6, MJ0306;
lane 7, MR0306; lane 8, DD0306; lane 9, MP0306; lane 10, CAQ307; lane 11, DD0307; lane
12, DD03086; lane 13, DD0308-2; lane 14, DDO309; lane 15, DDO309-2; lane 16, DD0310; lane
17, CA0308; lane 18, CA0308-2; lane 19, CA0310-2; lane 20, CAO0311; lane 21, GKO307; lane
22, GKO308; lane 23, GKO309; lane 24, GK0309-2; lane 25, GKO0310; lane 26, GK0311; lane

27, GKM ; lane 28, IR; lane 29, IK; lane 30 SJ.

,22,



SaiolololA 2 bloelosRel MBS o7

M1 2 3 45 6 7M

485Kb —

2425 Kb —
194 Kb —

97Kb —
48.5Kb —

Fig. 2. PFGE profiles of V. cholerae non-O1 and V. cholerae O1 strains obtained with the Not I
enzyme. Lanes M, & ladder; lane 1, NC0307; lane 2, CAQ0309; lane 3, NC0309; lane 4,

DB0309; lane 5, DHO309; lane 6, DHO311; lane 7, P1.
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Fig. 3. PFGE profiles of V. vulnificus strains obtained with the Not I enzyme.
Lane M, & ladder; lane 1, IK0208; lane 2, NKO208; lane 3, FF0210; laned, NKO308;

lane 5, P1; lane 6, P2; lane 7, P3; lane 8, P4.
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Fig. 4 Dendrogram generated by the average percentage of matched bands summarizing the
degree of similarity of Not T restriction patterns of genomic DNAs of V. parahaemolyticus..
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Fig. 5. Dendrogram generated by the average percentage of matched bands summarizing the
degree of similarity of Not I restriction patterns of genomic DNAs of cholerae non-O1
strain and V. cholerae patient.
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Fig. 6. Dendrogram generated by the average percentage of matched bands summarizing the

degree of similarity of Not T restriction patterns of genomic DNAs of V. vuinificus.
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